
Piglets in the MCFA group showed the greatest 
improvement in FCR compared with the control group 
(-2.1%, P= 0.04). A gender effect was also observed. 
Females had a higher DFI than males (+9.0%, P= 0.02) 
and tended to have a higher ADG (+7.0%, P = 0.06). 
Health status during the study was good, with 2.4% and 
1.9% of piglets individually treated with antibiotics, and 
low mortality of 1.6% and 0.8% in the control and MCFA 
groups, respectively.
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Introduction 
Medium-chain fatty acids (MCFAs) are saturated, unbranched monocarboxylic acids with 6 to 12 carbon atoms, recognized for their 
antibacterial activity. Under field conditions, MCFAs have positive effects on the performance and health of weaned piglets. The aim of 
this study was to investigate the effect of MCFAs incorporated in the feed of entire male and female pigs on zootechnical performance in a 
controlled research station environment. The effect of dietary MCFAs on fecal microbiota was also measured.
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Discussion  
Feed efficiency is one of the keys to productivity in pig production, and the role of the microbiota is central to this. The results of the present study confirm that 
the addition of MCFAs to the feed improves feed efficiency, even in farms with a good health status. The absence of sex-related differences indicates that both 
entire males and females can benefit from lower production costs thanks to MCFA supplementation. The absence of any major variation in faecal microbiota 
in the present study suggests that the positive effects of MCFAs on piglet zootechnical performance cannot be attributed solely to an impact on colon 
microbiota composition.

Materials & methods

Results

Control

MCFA (Aromabiotic)

J0 J35

• 420 weaning piglets (TN70xTempo)  
• 7 animals/pen x 15 pens/treatments x 2 sexes  
  x 2 treatments

At D9 and D35, rectal 
swabs were taken. Sam-

ples were subjected to 
full 16S rRNA sequencing 

(nanopore technology; 
GridION).

1 piglet/pen with an 
average weight for 

its pen at D0.

Individual weighings were carried out  
on D0, D9 and D35.J9

2 kg/T 1 kg/T

 Control MCFA
Males  373 ± 48 395 ± 62
Females 410 ± 61 413 ± 50
P-values*             T=0.24 ; S=0.06 ; I = 0.48

Males  524 ± 62 542 ± 79
Females 585 ± 86 578 ± 67
P-values*               T=0.47 ; S=0.02 ; I = 0.49

Males  1.41 ± 0,04 1.38 ± 0.05
Females 1.43 ± 0,03 1.40 ± 0.03
P-values*                 T=0.04 ; S=0.13 ; I = 0.79
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(*) T = Treatment ; S= Sex; I = Interaction

Firmicutes, Bacteroidetes and Proteobacteria were the dominant phyla in all ex-
perimental groups. At genus level, Lactobacilli, Blautia, Prevotella and unclassi-
fied Bacteroidetes were the most abundant in both treatments. No significant dif-
ferences were observed for alpha or beta diversity at phyla, genus or species level 
between the groups. Lactobacilli, however, were major contributors to the re-
sponse to MCFA administration.
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Relative abundance of genera according to age and MCFA supplementation
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